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 Date of birth 13th July, 1959 
 Place of birth Bristol, UK 
 Nationality British 

 
Qualifications 

 Batchelor of Medicine (BM), University of Southampton, July, 1982 
 General Medical Council Registration (GMC no. 2571014) - August, 1993 
 PhD, University of Edinburgh, July, 1988 
 MRCPath in Virology (by Exam), July, 1994 
 GMC/GDC Registration Number 2571014 

 
Current Appointments 

 Visitinig Professor, Universtiy of Turku 
 
Professional Profile / Research Interests 
 
Peter Simmonds is Visiting Professor in Virology in the Institute of Biomedicine, University of Turku. He graduated 
in Medicine in Southampton, UK and completed his College of Pathology exams in 1995. He was appointed as 
Professor of Molecular Virology at the University of Edinburgh (1997) and Professor of Virology in Oxford from 
2016-2025. He has an ongoing research / development programme in clinical virology in diagnostic assay 
development and assessment of the risk of newly discovered human viruses to human health.  
 
He has also worked in the area of virus genetics, evolution and pathogenesis, with particular interests in drivers 
of virus sequence change, and effects of structural and compositional parameters of RNA virus genomes on 
recognition and induction of innate antiviral responses. He is a member of the Executive Committee of the 
International Committee for Taxonomy of Viruses and plays an active role in the development of new 
classification approaches for viruses emerging in studies applying new sequencing technologies. He is an 
elected Fellow of the Royal Society of Edinburgh (FRSE).  

 
Professional / Education Record 

 Professor of Virology, University of Edinburgh (01/10/01 – 30/03/1) and part-time Consultant in Virology, 
Lothian University Hospitals Trust  

 Darwin Research Fellow, Department of Medical Microbiology, University of Edinburgh, 1/10/95 - 
30/09/01 

 Clinical Lecturer, Department of Medical Microbiology, University of Edinburgh. 01/09/90 - 30/09/95. 
 Post-doctoral fellow, Department of Genetics, University of Edinburgh. 01/10/87 - 31/08/90. MRC 

Project grant - Sequence evolution of human immunodeficiency virus. 
 PhD, Department of Bacteriology, University of Edinburgh. 01/10/84 - 30/09/87; Immune response to 

infection with herpes simplex virus and human immunodeficiency virus. 
 University. University of Southampton Medical School, October, 1987 - July, 1982 

Prizes, Distinctions 
 Alouyhan Prize for Medical Research, University of Southampton, 1991 
 Fleming Lectureship, Society for General Microbiology, 2000 
 Fellow of the Royal Society of Edinburgh (FRSE), May, 2014 

Membership of Societies 
 Society for General Microbiology, since 1985 
 Royal College of Pathologists, since 1994 
 Royal Society of Edinburgh since 2014 
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Current membership of Committees 
 Member of the Advisory Committee on the Safety of Blood, Tissues and Organs (SaBTO) 
 Elected member of the ICTV Executive Committee (2012) 
 ICTV Flaviviridae Study Group, Committee Chair, since 2023, member since 2006. 
 International Organising Committee for HCV-Flavi (since 2024) 

 
Current Research Funding 

 National Institute for Health Research. Blood and Transplant Research Unit grant on Transfusion and 
transplant transmitted infections (NIHR203338). 1st April, 2022 – 30th March, 2027 (£3,869,914). P 
Simmonds (PI) 

 Microbiology Society. ICTV Report Management. 1st August, 2023 – 31st July, 2030 (≈£300,000). Peter 
Simmonds, Murilo Zerbini 
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Publications 

 586 authored papers listed on Pubmed, 30 book chapters 
 
Citations  

 Google Scholar: h-index = 143, 79.361 citations 


